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Dear Sir: 

As a supplement to the paper filed September 13, 2006 regarding Replacement Sequence Listing 
Under 37 C.F.R. § 1.825(a), please enter/consider the following. 

SEQ ID NO: 3760 is new, support for which can be found at paragraph 10953, which recites: 



VGR389 folded precursor RNA is naturally processed by cellular 
enzymatic activity into at least 6 separate VGAM precursor RNAs, 
VGAM142 precursor RNA, VGAM 143 precursor RNA, VGAM 144 
precursor RNA, VGAM 145 precursor RNA, VGAM 146 precursor RNA 
and VGAM147 precursor RNA, herein schematically represented by 
VGAM1 FOLDED PRECURSOR through VGAM3 FOLDED 
PRECURSOR, each of which VGAM precursor RNAs being a hairpin 
shaped RNA segment, corresponding to VGAM FOLDED 
PRECURSOR RNA of Fig. 1 . 



SEQ ID NOS: 128, 131 and 133 represent the sequences of VGAM142, VGAM 145 and VGAM 147, 
respectively, each of which sequence is contained in the application as originally filed. VGAM 142 (SEQ 
ID NO: 128) is located on the positive strand of the Vaccinia virus genome at positions 66,709 to 66,807. 
VGAM 145 (SEQ ID NO: 131) is located on the positive strand of the Vaccinia virus genome at positions 
65,916 to 65,995. VGAM147 (SEQ ID NO: 133) is located on the positive strand of the Vaccinia virus 
genome at positions 65,184 to 65,247. SEQ ID NO: 3760 (VGR389) represents the sequence of the 
positive strand of the Vaccinia virus genome at positions 65,184 to 66,807. Therefore, SEQ ID NO: 3760 
(VGR389) represents the sequences of VGAM142 (SEQ ID NO: 128), VGAM145 (SEQ ID NO: 131), 
and VGAM147 (SEQ ID NO: 133), and the intervening 714 base pairs in the Vaccinia virus genome 
between VGAM 142 and VGAM 145 (positions 66,708 to 65,996), and the intervening 669 base pairs in 
the Vaccinia virus genome between VGAM 145 and VGAM 147 (positions 65,915 to 65,248). 
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In view of SEQ ID NO: 3760 being supported by the application as originally filed, Applicant 
respectfully submits that the replacement compact disc contains no new matter in accordance with 
37C.F.R. § 1.825(a). 



Respectfully submitted. 
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